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MODELING OF BIOLOGICAL SYSTEMS
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Uc3m DL-based generative interpolation and restoration
The FILM
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FAIR DEEP LEARNING FOR BIOIMAGE ANALYSIS

The Al4Life approach
https://aidlife.eurobioimaqging.eu
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Biolmage Model Zoo
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Biolmage Model Zoo ;‘E"-"'A|4|_ife
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X + LiveCellSegmentationBoundaryModel
U-Net for Livecell Segmentation

This model segments cells in phase-contrast microscopy images, which are often used in live-ced

Biolmage Model Zoo L ' N s A \ A o) S MagIng. It predicts boumdary mags and foceground probabitns, The Doundanes ¢an be processed
A ol A owiniia o b r A X ! e.g. with Multicut or Watershed to obtain an instance segmentation

Training

The network was traned on data from the LiveCell publcation. The traming script can be found here.

This folder 340 ncludes example Usages of this model

Training Data

o Imagng modaiity: phase-CoNtrast microscopy

o Dimensionality; 2D

o Source: Mipsidol org/v0 3038/541592-021-01249-6

. LiveCellSegmentationBoun...
Cell segmentation for phase-contrast Recommended Validation

. 1t is recommended 10 validate the INStance segmentation obtained froem this model using intersection-
n IICI'OSCO py over-union. See the valdation scripl. This model can also be used in lasti, deepimage) o other

o8 tware that supports the Dicrmage i0 model format

2d  transmission-light-microscopy Trainng Schacile

L= = = == ==

n_epochs: 133 batches_per_spoch: 407 batch_size: 8 loss_ftunction: Dicel.oss optimizer: Adam
|abe|_free Ce"s Warning_rate: 0.0001 n_train_images: 3253 n_validation_images: 570

Contact
10.5281/zeno0do.5869899 | downloads 45822

For questions or issues with this models, please reach out by

“cense CC-BY-4'O * Opening a topic with tags bicimageo and vecelsegmentationboundarymodel on image.sc




The Al4Life Ecosystem Overview
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Potential Korea-EU Collaboration Ideas under Horizon Europe
ucdm P

o Al-powered bioimage analysis for biomarker discovery, supporting predictive and
personalized medicine (HORIZON-HLTH-2026-01-TOOL-01).

o Digital pathology workflows and spatial omics integration for cancer and
neurodegenerative diseases.

o Co-development of FAIR and reusable Al workflows, building on open-source tools (e.g.,
deeplmaged, BiaPy, Biolmage.lO).

o Joint initiatives in generative Al for biomedical imaging (e.g., HORIZON-HLTH-2025-01-
TOOL-03).

o Synergies in mental and neurodevelopmental disorders, combining multimodal data and
interpretable ML.

o Collaborative projects on resilient and sustainable health systems using federated
learning and high-performance computing.
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